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Cloning|| sequence analysis and expression of a fatty-acid binding protein 


gene of Helicoverpa assulta|| Lepidoptera|] Noctuidae] 

ZHANG Tao[] AN Shi-Heng[] YIN Xin-MingT] College of Plant Protection[] Henan Agricultural University[] 
Zhengzhou 450002[] China[] 

Abstract] A fatty-acid binding protein] FABP[] gene of Helicoverpa assulta was cloned and expressed for 
further study on its function. The cDNA encoding the FABP was isolated from the fat body and blood cell of 
H. assulta larvae by reverse transcription polymerase chain reaction] RT-PCR[]. The fragment containing 
FABP gene was inserted into pGEX-4T-2 expressive vector[] and the expression was induced by IPTG and then 
checked. The results showed that FABP in H. assulta was 399 bp in lengtH] registered in GenBank with the 
accession no. DQ299942[T] encoding a peptide of 132 amino acid residues[] and the predicted molecular weight 
was 15.0 kD. The FABP was fused with GST. Checked with SDS-PAGET[] the prokaryotic expression product 
molecular weight was about 41 kD[] and it was further confirmed with Western blot. 
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Fig. 1 Nucleotide and amino acid sequence of Hass- FABP gene 
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Fig. 2 Alignment of amino acid sequences of fatty-acid binding protein genes from different species 
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